Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.045; wR factor = 0.128; data-to-parameter ratio = 13.8.
In the title compound, C 16 H 17 NO 3 S 2 , the 2H-chromene ring is close to being planar [maximum deviation = 0.034 (2) Å ] and the pyrrolidine ring is twisted about the C-C bond opposite the N atom. The dihedral angle between the ring-system planes is 75.24 (16) and an intramolecular C-HÁ Á ÁS interaction occurs. In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds and the packing also exhibitsinteractions, with a distance of 3.6106 (13) Å between the centroids of the benzene rings of neighbouring molecules.
Related literature
For a related structure and background to the properties of coumarins, see: Kant et al. (2012) . For further synthetic details, see: Shastri et al. (2004) ; Vasilliev et al. (2000) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y À 1; z; (ii) x; y À 1; z; (iii) Àx À 1; Ày; Àz þ 1.
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97. 
Devarajegowda Comment
In continuation of our interest on crystal structures of coumarin derivatives (Kant et al., 2012) , we now report the crystal structure of the title compound.
The asymmetric unit of (6-methoxy-2-oxo-2H-chromen-4-yl)methyl pyrrolidine-1-carbodithioate is shown in Fig. 1 .
The 2H-chromene (O4/C8-C16) ring is close to planar, with a maximum deviation of 0.034 (2) Å for atom C16. The dihedral angle between the 2H-chromene (O4/C8-C16) ring and pyrrolidine (N6/C18-C22) ring is 75.24 (16)°.
In the crystal, (Fig. 2) , the molecules are connected via weak C7-H7B···O5, C7-H7C···O4 and C13-H13···O3 interaction hydrogen bonds (Table 1) . Furthermore, the crystal structure packing also exhibits π-π interactions, with distance of 3.6106 (13)Å between the centroids Cg3 (C8-C13) of the benzene rings of neighbouring molecules 
Refinement
All H atoms were positioned at calculated positions C-H = 0.93 Å for aromatic H, C-H = 0.97 Å for methelene H and C-H = 0.96 Å for methyl H and refined using a riding model with U iso (H) = 1.5U eq (C)for methyl H and U iso (H) = 1.2U eq (C)for other H.
Computing details
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT (Bruker, 2001 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008 
Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level.
Figure 2
The packing of the molecules in the title structure. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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